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Affymetrix Service Checklist  
 
Samples clearly labelled  

Samples enclosed in sealed plastic bag or box (NOT loose in dry ice)  

Samples packed in suitable box with plenty of dry ice  

Microarray Service contacted prior to shipment to confirm arrangements are made to 
expect your samples (either by email (gbeighto@geneservice.co.uk) or phone (01223 
432612)) 
 

 

Samples ONLY to be shipped Monday - Wednesday  

Sample annotation form completed and enclosed  

Quotation signed and enclosed  

Purchase order enclosed  

Samples sent to: Affymetrix Microarray Service, Geneservice Ltd, 2 Cambridge 
Science Park, Milton Road, CB4 0FE, UK. 
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Please complete this form and send with your samples  
 
PLEASE NOTE all boxes with * MUST be completed or processing of your samples 
will be delayed. 
 

Section 1: Project Information 
 
Project Title:  

Project ID:  

Area of 
Research: 

 

 
Principal 
Investigator: 

* 

Email: * Telephone: 
Fax: 

* 

Address: * 

 
Main 
Collaborator: 

   

Email:  Telephone: 
Fax: 

 

Address: 
(if different from 
above) 

 

 
Quote Number / 
Proposal 
Number: 

* 
          

Purchase Order 
number: 

* 
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Section 2: Experimental Information 
 
Number of Hybridisations in 
Experiment: 

* 

Array type(s):  * 

Samples provided & quantity: *  Total RNA  Labelled cRNA  Fragmented cRNA 

Protocol used: 
(for cRNA and labelled cRNA only 
e.g ENZO, Affymetrix one-cycle, 
Ambion etc) 

* 

PROTOCOL INFORMATION IS ESSENTIAL AS IS REQUIRED TO ENSURE APPROPRIATE 
HYBRIDISATION COCKTAIL AND WASH PROTCOLS ARE USED 

 
Type of Experiment: 
(e.g comparison of normal vs 
diseased tissue, time course or to 
study effects of a gene knockout) 

 

Experimental Factors: 
(parameters or conditions tested such 
as time, dose or genetic variation) 

 

 
Comparisons (GCOS) 
(relationships between all samples, arrays & hybridizations, whether to a standard reference sample or between experimental 
samples) complete table below: 
 
PLEASE NOTE THESE COME AT AN ADDITIONAL COST OF £36 PER COMPARISON  
 

BASELINE VS AFFECTED BASELINE VS AFFECTED 
 VS   VS  
 VS   VS  
 VS   VS  
 VS   VS  
 VS   VS  
 VS   VS  
 VS   VS  
 VS  

 

 VS  
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Section 3: Sample Information 
 
 
FOR TOTAL RNA SAMPLES: fill in columns 1-8 
FOR cRNA SAMPLES: fill in columns 1-12 
FOR FRAGMNETED cRNA SAMPLES: fill in columns 1-13 

1    2 3 4 5         6 7 8 9 10 11 12 13
Sample ID * Source (e.g 

cell, tissue) * 
Details (e.g 
strain, age, 
organ, 
treatment) 

Total 
RNA 
extraction 
method * 

Total  
RNA 
conc. (µg / 
µl) * 

Total  
RNA Vol. 
sent (µl) * 

Total  
RNA 
Yield 
(µg) * 

Total 
RNA 
260/280 
ratio * 

Protocol Used 
(e.g ENZO, Affy 
1-cycle etc) * 

cRNA 
Volume 
sent* 

cRNA 
conc. (µg 
/ µl) * 

cRNA 
260/280 
ratio * 

cRNA 
used in 
fragmentat
ion (µg) * 
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