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SILENCE OF THE GENES

MRC geneservice launches comprehensive Drosophila RNAi library

High resolution image available on request (courtesy Cyclacel Limited)

Cambridge, UK — MRC geneservice has announced the launch of their extensive
new Drosophila RNA interference (RNAI) library. Encompassing over 90% of the
Drosophila genome, researchers can study the function of specific genes through
genome-wide screens - a first step in shedding new light on disease processes

and possible drug targets.

Covering over 13,600 genes, the new Drosophila RNAI library complements the
extensive Caenorhabditis elegans RNA: library and allows MRC geneservice to
offer access to ‘whole genome’ RNAI libraries of the two main model organisms
used in functional genomic studies. The C. elegans RNAi library has been
successfully distributed to many laboratories over the world and has led to many
important published discoveries. Both RNAi libraries are available through the

MRC geneservice website www.geneservice.mrc.ac.uk

Dr Tom Weaver, Chief Executive of MRC geneservice said, "By enabling
systematic screening of gene function, RNAI technology is the focus of a great
deal of scientific endeavour and we feel that it will play an increasingly vital role

in both academic and commercial research over the coming years."
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The RNAi mechanism in Drosophila is similar to C. elegans allowing processing of
long double-stranded RNAs (dsRNAs) into short small interfering RNAs (siRNAs)
when transferred into living cells. As Dr Weaver explained, “This method of
silencing genes is far more cost-effective than using chemically synthesized
siRNAs or a vector-based strategy. Coupled with our high throughput production

this means that we offer researchers exceptional value for money”.

MRC geneservice manufacture the Drosophila RNAi constructs from the original
library developed by Cyclacel, under strict quality control conditions with full
validation by gel analysis and RNA synthesis. These are provided with complete
information on the genes and primer sequences and can be ordered online with
extremely fast turnaround. As a service provider, MRC geneservice also offers
researchers an optional custom dsRNA production service for specific
requirements.
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Editors’ notes

MRC geneservice

1. MRC geneservice is a division of the Medical Research Council's Rosalind Franklin Centre for
Genomics Research and encourages the use of leading edge technology in genomic research.
For more information about MRC geneservice, its products and services log on to the website at
WWWw.geneservice.mrc.ac.uk

2. The Medical Research Council (MRC) is a national organisation funded by the UK tax-payer.
Its business is medical research aimed at improving human health. The research it supports and
the scientists it trains meet the needs of the health services, the pharmaceutical and other
health-related industries and the academic world. MRC has funded work which has led to some
of the most significant discoveries and achievements in medicine in the UK. About half of the
MRC's expenditure of over £413 million is invested in its 40 Institutes, Units and Centres, where
it employs its own research staff. The remaining half goes in the form of grant support and
training awards to individuals and teams in universities and medical schools. Web site at:
http://www.mrc.ac.uk

RNA interference (RNAi)

The technique of RNA interference has become the tool of choice in the field of functional
genomics. This technique depends upon the phenomenon whereby cells transfected with double
stranded RNA are induced to destroy all messenger RNA carrying the same sequence. This
technique leads to the highly specific destruction of a single messenger sequence and so to the
loss of a single protein from the cell. Changes to the cell phenotype (how the cell looks) or its
responses to certain stimuli can then reveal the function or functional pathway to which the
protein belongs. The use of systems such as the fly (Drosophila) or worm (C. elegans) has the
advantage that the genomes of these species are simpler and exhibit fewer gene duplications.
This allows researchers to identify important target genes, such as those causing disease or
developmental abnormalities, by efficiently scanning the model system before concentrating
their efforts on the human homologues.
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